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<210> 
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Input Set : N:\AMC\US09869079A.raw 
Output Set: N:\CRF4\11132003\l869079A.raw 

APPLICANT: - Masure, Stefan 
Richardson, Alan 

TITLE OF INVENTION: Human AKT-3 
FILE REFERENCE: 51869/001 

CURRENT APPLICATION NUMBER: US/09/869 , 079A 

CURRENT FILING DATE: 2002-04-15 ' 
PRIOR APPLICATION NUMBER: GB 9828375.7 
PRIOR FILING DATE: 1998-12-22 
NUMBER OF SEQ ID NOS : 3 
SOFTWARE: Patent In Ver. 
SEQ ID NO: 1 
LENGTH: 1547 
TYPE: DNA 

ORGANISM: Homo sapiens 
SEQUENCE: 1 

gggagtcatc atgagcgatg ttaccattgt gaaagaaggt tgggttcaga 

atatataaaa aactggaggc caagatactt ccttttgaag acagatggct 

atataaagag aaacctcaag atgtggattt accttatccc ctcaacaact 

aaaatgccag ttaatgaaaa cagaacgacc aaagccaaac acatttataa 

ccagtggact actgttatag agagaacatt tcatgtagat actccagagg 

atggacagaa gctatccagg ctgtagcaga cagactgcag aggcaagaag 

gaattgtagt ccaacttcac aaattgataa tataggagag gaagagatgg 

aacccatcat aaaagaaaga caatgaatga ttttgactat ttgaaactac 

cacttttggg aaagttattt tggttcgaga gaaggcaagt ggaaaatact 

gattctgaag aaagaagtca ttattgcaaa ggatgaagtg gcacacactc 

cagagtatta aagaacacta gacatccctt tttaacatcc ttgaaatatt 

aaaagaccgt ttgtgttttg tgatggaata tgttaatggg ggcgagctgt 

■gtcgagagag cgggtgttct ctgaggaccg cacacgtttc tatggtgcag 

tgccttggac tatctacatt ccggaaagat tgtgtaccgt gatctcaagt 

aatgctggac aaagatggcc acataaaaat tacagatttt ggactttgca 

cacagatgca gccaccatga agacattctg tggcactcca gaatatctgg 

gttagaagat aatgactatg gccgagcagt agactggtgg ggcctagggg 

tgaaatgatg tgtgggaggt tacctttcta caaccaggac catgagaaac 

aatattaatg gaagacatta aatttcctcg aacactctct tcagatgcaa 

ttcagggctc ttgataaagg atccaaataa acgccttggt ggaggaccag 

agaaattatg agacacagtt tcttctctgg agtaaactgg caagatgtat 

gcttgtacct ccttttaaac ctcaagtaac atctgagaca gatactagat 

agaatttaca gctcagacta ttacaataac accacctgaa aaatatgatg 

ggactgcatg gacaatgaga ggcggccgca tttccctcaa ttttcctact 

acgagaataa gtctctttca ttctgctact tcactgtcat cttcaattta 

tgattcctgg acatcaccag tcctagctct tacacatagc aggggca 
SEQ ID NO: 2 
LENGTH: 14 36 



agaggggaga 
cattcatagg 
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tcagatgtct 
aaagggaaga 
aggagagaat 
atgcctctac 
taggtaaagg 
atgctatgaa 
taactgaaag 
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caccagaggt 
ttgtcatgta 
tttttgaatt 
aatcattgct 
atgatgcaaa 
atgataaaaa 
attttgatga 
aggatggtat 
ctgcaagtgg 
ttactgaaaa 
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RAW SEQUENCE LISTING DATE: 11/13/2003 

PATENT APPLICATION: US/09/869 , 079A TIME: 17:18:27 

Input Set : N:\AMC\US09869079A.raw 
Output Set: N:\CRF4\11132003\l869079A.raw 

46 <212> TYPE: DNA 

47 <213> ORGANISM: Homo' sapiens 

48 <400> SEQUENCE: 2 



4 9 atgagcgatg ttaccattgt gaaagaaggt tgggttcaga agaggggaga atatataaaa 60 

50 aactggaggc caagatactt ccttttgaag acagatggct cattcatagg atataaagag 120 

51 aaacctcaag atgtggattt accttatccc ctcaacaact tttcagtggc aaaatgccag 180 

52 , ttaatgaaaa cagaacgacc aaagccaaac acatttataa tcagatgtct ccagtggact 24 0 

53 actgttatag agagaacatt tcatgtagat actccagagg aaagggaaga atggacagaa 300 

54 gctatccagg ctgtagcaga cagactgcag aggcaagaag aggagagaat gaattgtagt 360 

55 ccaacttcac aaattgataa tataggagag gaagagatgg atgcctctac aacccatcat 420 

56 aaaagaaaga caatgaatga ttttgactat ttgaaactac taggtaaag'g cacttttggg 4 80 

57 aaagttattt tggttcgaga gaaggcaagt ggaaaatact atgctatgaa gattctgaag 540 

58 aaagaagtca ttattgcaaa ggatgaagtg gcacacactc taactgaaag cagagtatta 600 

59 aagaacacta gacatccctt' tttaacatcc ttgaaatatt ccttccagac aaaagaccgt 660 

60 ttgtgttttg tgatggaata tgttaatggg ggcgagctgt ttttccattt gtcgagagag 720 

61 cgggtgttct ctgaggaccg cacacgtttc tatggtgcag aaattgtctc tgccttggac 780 

62 tatctacatt ccggaaagat tgtgtaccgt gatctcaagt tggagaatct aatgctggac 840 

63 aaagatggcc acataaaaat tacagatttt ggactttgca aagaagggat cacagatgca 900 

64 gccaccatga agacattctg tggcactcca gaatatctgg caccagaggt gttagaagat 960 

65 aatgactatg gccgagcagt agactggtgg ggcctagggg ttgtcatgta tgaaatgatg 1020 

66 tgtgggaggt tacctttcta caaccaggac catgagaaac tttttgaatt aatattaatg 1080 

67 gaagacatta aatttcctcg aacactctct tcagatgcaa aatcattgct ttcagggctc 1140 

68 ttgataaagg atccaaataa acgccttggt ggaggaccag atgatgcaaa agaaattatg 1200 

69 agacacagtt tcttctctgg agtaaactgg caagatgtat atgataaaaa gcttgtacct 1260 

70 ccttttaaac ctcaagtaac atctgagaca-gatactagat attttgatga agaatttaca 1320 

71 gctcagacta ttacaataac accacctgaa aaatatgatg aggatggtat ggactgcatg 1380 

72 ' gacaatgaga ggcggccgca tttccctcaa ttttcctact ctgcaagtga acgaga 1436 



74 <210> SEQ ID NO: 3 

75 <211> LENGTH: 479 

76 <212> TYPE: PRT 

77 <213> ORGANISM: Homo sapiens 

78 <400> SEQUENCE: 3 
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